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TpiTotaync ooun
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TOmol aAAnAemopdoemv

¢ 1. YOpoyovodeo oI

2 xnpartidovral uetacu H kar O/N atrd GAAeG OpadeG (TT.X. avAueoa o€ KapBOVUAIKES Kal
QMIVOUADEC).

© 2. lovTikoi deopoi (I NAEKTPOOTATIKEG AAANAETTIOPAOCEIG)

*MeTagu OeTIKA (TT.X. AuCivn, apyivivn) Kal apvNTIKA (TT.X. ACTTAPTIKO, YAOUTAMIKO)
POPTICHEVWV TTAEUPIKWV OUAdWV.

O 3. YOpowofeg aAANAeTIOPAOCEIG
*MeTaCU N TTOAIKWYV TTAEUPIKWYV OUAdWV (TT.X. AEUKivn, BaAivn,
@aivuAaAavivn).

*O1 UdPOPOREeC ouadeC “KpuBovTal” OTO ECWTEPIKO TN TTPWTEIVNG,
MaKpIG atTd TO VEPO.
© 4. Auvapeig Van der Waals

' *AcBeveiC EAKTIKEC OUVAMEIC METACU TTPOCWPIVWYV N ETTAYOUEVWY OITTOAWV.
*> UJBAAAOUV OTN OUVOXH KOI TTUKVE] CUOKEUOOIO TOU [Opiou.
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TO MOPIO ENOZ ANTIZOMATOZ

Beoelg ouvdEoNng
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‘Eviupa

[1p0COEVOUV EVA N TTEPICOOTEPOUC OUVOETEC
(ZUTTOCTPWMATA) KOI TOUC JETOTPETTOUV O€
XNUIKA TPOTTOTTOINMEVA TTPOIOVTA
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The electron transport
chain occurs in the
inner membrane of the
| mitochondrion
(membranes of cristae)
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