Aouikn BioAoyia

AlaAgegn 8n :

TACEIC TTPWTEIVIKWY OOMWV.
H1dén a/f : kupiwg TTapdAAnAn B nEow BaP poTiwv.



To B-a-B potifo




Rossmann fold




TIM-barrel

' [MTapadAAnAo B-BapeAl, 8 KAwvol, Z£1p0 KAWVWYV
12345678, 2uptrAoko pe phosphoglycol-hydroxamate

S04


file:///home/glykos/Dropbox/teach/struct/8/S04.rasmol

NADP-binding

Liver Alcohol Dehydrogenase, Rossmann fold,
TTOPAaAANAO B @UAAO, KAwvol 321456, 3 emriTreda a/f/a

S05


file:///home/glykos/Dropbox/teach/struct/8/S05.rasmol

Barstar-like

2 emiTreda o/}, TapaAAnAo 3 @UAAO (CEIpa KAWVWYV
123), ZuptrAoko Barstar-Barnase (endonuclease).

S06


file:///home/glykos/Dropbox/teach/struct/8/S06.rasmol

'‘Swivelling' domain.

3 etriTreda B/B/a, TAOPGAANAO KEVTPIKO B @UAAO TO GAAO
avTITTaPAAANAO, pyruvate phosphate dikinase.

v =
7

=%

S07


file:///home/glykos/Dropbox/teach/struct/8/S07.rasmol

B-a-UutrepEAIKO

" Leucine-rich repeat (LRR), 2 eriTreda a/fB, TrapaAAnAo
3 @UAAO (Ce1pad KAWVwWY 123...), Ribonuclease inhibitor

O o

S08


file:///home/glykos/Dropbox/teach/struct/8/S08.rasmol

B-a-UutrepEAIKO
Leucine-rich repeat (LRR), 2 emriTreda a/f3, TapaAAnAo
3 @UAAO (Ce1pad KAWVwWY 123...), Ribonuclease inhibitor

I I N I I
MNLDIHCEQLSDARWTELLPLLQQYEVVRLDDCGLTEEHCK

I I I I
DIGSALRANPSLTELCLRTNELGDAGVHLVLQGLQSPTCKI

|| I I 0 I
QKLSLONCSLTEAGCGVLPSTLRSLPTLRELHLSDNPLGDA

|1 || 1 I I I
GLRLLCEGLLDPQCHLEKLQLEYCRLTAASCEPLASVL. . .



B-a-UutrepEAIKO

' AgglooTpoPn, TTAPAAANAO B @UAAO, Sec14P
(phospholipid-binding), cuptrAoko pe BOG.
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file:///home/glykos/Dropbox/teach/struct/8/S10.rasmol

B-B-a-utrEpEAIKO

' AgglooTpo®n B-RB-a uTTEPEAIKQ, TTAPAAANAQ B UAAQ,
Dynein outer arm light chain.
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B-B-a-utrEPEAIKO

' AgglooTpo®n B-RB-a uTTEPEAIKQ, TTAPAAANAQ B UAAQ,
ClpP ATP-dependent protease (Escherichia)

S12



file:///home/glykos/Dropbox/teach/struct/8/S12.rasmol

Translation initiation factor
IF2/elF5b, 3 emimeda o/B/a, TapdAAnAo B UAAo (2134)
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file:///home/glykos/Dropbox/teach/struct/8/S13.rasmol

Ca-Ca distance maps




Ca-Ca distance maps



file:///home/glykos/Dropbox/teach/struct/8/S15.rasmol

I Ca-Ca distance maps




o-B-knot

3 emieda o/fl/a, TapdAAnAo B UAAO (21435), KOpTTOC
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o-B-knot

3 emiTeda a/f3/a, TapaAAnAo 3 @UAAO (21435), KOUTTOG

HEADER  STRUCTURAL GENOMICS, UNKNOWN FUNCTION 27-JAN-03
TITLE X-RAY STRUCTURE OF YBEA FROM E.COLI. NORTHEAST
TITLE 2 STRUCTURAL GENOMICS RESEARCH CONSORTIUM (NESG)
COMPND  MOL ID: 1;

COMPND 2 MOLECULE: HYPOTHETICAL PROTEIN YBEA;

COMPND 3 CHAIN: A, B;

COMPND 4 ENGINEERED: YES

SOURCE  MOL_ID: 1;

SOURCE 2 ORGANISM SCIENTIFIC: ESCHERICHIA COLI;

SOURCE 3 ORGANISM COMMON: BACTERIA;

SOURCE 4 GENE: YBEA;

SOURCE 5 EXPRESSION SYSTEM: ESCHERICHIA COLI;

SOURCE 6 EXPRESSION SYSTEM COMMON: BACTERIA

KEYWDS  STRUCTURAL GENOMICS



FTSZ (cell division, tubulin)

3 eTmiTreda o/B/a, TapaAAnAo 3 UuAAo (321456)

e
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file:///home/glykos/Dropbox/teach/struct/8/S19.rasmol

Subtilisin (serine protease)

3 emiTeda a/f3/a, TapaAAnAo 3 @UAAO (2314567),
OPICTEPOCTPOPN OIOCOUVOEON TWV KAWVWYV 2 & 3
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MinC (cell division inhibitor)
B2-(a-B)2-B, 2 miTreda a/B, IKTO QUAAO (12345)

521


file:///home/glykos/Dropbox/teach/struct/8/S21.rasmol

Thierodoxin (electron transport)

3 eTmiTreda o/B/a, JIKTO PUAAO (4312)

!

o\,
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Histidyl-tRNA synthetase

' Anticodon-binding domain, 3 emmimreda a/f/q,
MIKTO (UAAO (21345)
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vO-Resolvase
~Catalytic domain, 3 emriTreda o/f/a, HIKTO @UAAO (21345)

S24
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Dihydrofolate reductase
3 emITTEOQ a/f3/a, MIKTO UAAO (43251687), NADP

S25
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Cytidine deaminase

' a-P2-(a-)2, 3 emrireda a/f3/a, MIKTO @UAAO (2134)

526
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Phosphoenolpyruvate (PEP)
carboxykinase

MikTO (@UAAO, barrel-like.
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Aldehyde dehydrogenase

Avo Tapopola domains, TTapaAANAO B @UAAO (32145)
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Aldehyde dehydrogenase

S29
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