
Table 1. Landfill Leachate
	System
	Leachate age/Method
	HRT/
SRT
	
BOD/COD
	
pH/EC(mS/cm)/alkalinity(mg.L)
	
	COD/
NH4+-N
	CODrem / NH4+-Nrem
	Microbial community
	Reference

	Aerobic granular SBR (GSBR)
	Fresh/
FISH
	0.5 d/
NR
	


0.62
	


-/-/20meq/L ~1000 mg/L
	
	0.9 g/L/
0.3 g/L
	32-50%/
66-70%
	Betaproteobacterial AOB (16.6 ± 11.9%), Most Accumulibacter (3.3 ± 1.2%), Anammox (2.5 ± 0.9 %), cultured Tetrasphaera PAO (4.3 ± 2.1%), Comamonadaceae (5.6 ± 3.5%), Acidovorax (5.4 ± 3.6%), Curvibacter (4.8 ± 1.6%), Paracoccus (4.2 ± 2.9%), Zooglea not Z. resiniphila (4.1 ± 2.8%), Azoarcus (2.8 ± 0.6%), Thauera (2.4 ± 0.4%)
	Mieczkowski et al. (2016)

	Anoxic/multi-oxic stages full-scale treatment plant
	Mixture of fresh and mature leachate/Ion torrent
	0.3 d/NR
	

0.08-0.34
	

6.68-8.56/-/-
	
	5.16-25.78 g/L/
41-2,330 mg/L
	NR/
>80%, 
as TN
	Azoarcus, Cellulosibacter, Clostridium, Comamonas, Nitrosococcus, Nitrosomonas, Nitrosospira, Paracoccus, Petrimonas, Pseudomonas, Proteiniborus, Syntrophomonas, Thauera, Tissierella
	Díaz et al. (2019)

	A/O MBR 
	Fresh to Intermediate /Illumina
	5 d/
infinite
	
	

8.21/4-15/-
	
	0.90-1.60 g/L/
300-800 mg/L
	39.9-56.8%/
81.1-83.0% (as TN)
	Bacteria: Candidate Saccharibacteria (50% at 50 & 100% v/v), while SR1, Sinobacteraceae, Truepera, Thauera, Limnobacter, Paracoccus, Phyllobacteriaceae, Nitrosomonas and Dokdonella accounted for 21% at 100% v/v)
Fungi (Rozella clade): Cryptomycota (Rozellomycota)-based community (80%) at 100% v/v
	Remmas et al. (2017c)



