folding of protein
completed after

Metappaoc

folding release from ribosome
E-lnrrpinal

folded domain

M-terminal

domain
growing
polypeplide
chain

.
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Metappoaon ... OTOE ot
pilocouato

AAC CTG GACCCTTATCGGCTT AGAC
Asn Glu Aps Pro Tyr Arg Leu Arg

[TAaiclo avdayvmonc 1



AAC CTGGACCCTTATCGGCTTAGAC
Asn Glu Aps Pro Tyr Arg Leu Arg

AACCTGGACCCTT ATCGGC TTA GAC
Ser Trp Ser Leu lle Gly Leu Asp

[TAaiclo avayvmong 2



AAC CTGGACCCTTATCGGCTTAGAC
Asn Glu Aps Pro Tyr Arg Leu Arg

A ACC TGG ACC CI1

A

CGGCT

A GAC

Ser Trp Ser Leu lle Gly Leu Asp

AA CCT GGACCCTTATCG GCT TAG AC

Pro Gly Pro Leu Ser

[TAaicwo avayvoonc 3

Ala sTop



Avo1ytd TAOGL0 OVAYV®OTNG




fal

Amino acid
(alanine)

Acceptor stem



Amino acid g
5’ attachment site

Hydrogen bonds “a

between paired bases |~



To kaBe apvocv (o)
GUVOEETAL LIE TO
KaTOAANAO nop1o tRNA
OUOLOTTOAKO. LIE TN
Bonocto evioumv
(ocvvOeTaoeS TOV
ouvookvAo-tRNA)



['10 KABE aa UTTAPXEl HIa DIQPOPETIKN
ouvBeTaon Tou auivoakuAo tRNA

ouvleTaon

aa + tRNA /N tRNA

ATP AMP



Pilocouata

Ribosome * Mikpn Kot peydin
Light subunit VIOLOVESO

\




+ = RNA

+ C= RNA +§ RNA

.=

—

+ <= RNA

=49 NPWTElveg + 3 pdpia RNA =33 rnpwrtelveg + 1 pope RNA

| |
HeyaAn unopovada kPN uncpovada
//-— - \
\
i l\, )
Oe.T 4 MW = 1,400,000
MW = 2,800,000

HEYGAN \
/ \

uropovada \
\ /=82 npwreiveq +

/5‘—‘“\\ 4 uopia RNA

HKET {
uropovada ( |

TMANPES PIBCOWUATIO
MW = 4,200,000




Phine-Delgamo sequence

Prokaryotic mRNA 5’|—__Aﬂm 13

165 rRNA 3 C :JS'
Eukaryotic mRNA

5 cap MG ( AUC 3’

S——
40S nbosomal subunit \]\j 1

5 cap m’G L AUC )3’

Ribosome scanning
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Elongation (translation)

Anticodon

Incoming %5
tRNA



Elongation continues

o A x .L- iy om
‘3% This process repeats

Growing, until reaching a stop

poly- 1'3 codon

peptide



Termination

AUGCCGUAUGCUCUUUAAGCGCALU

<, e
q% aF o
“

Newly synthemzeci protein

\/

C-termmuﬂ N-terminus




Metappaon

Initiation Elongation Termination

/ Direction of ribosome movement

Ribosome binds mRNA Polypeptide chain elongates by When a stop codon is

at start codon successively adding amino acids encountered, polypeptide is
released and ribosome
dissociates



Large subunit
Ribosome

<2 mRNA
Polypeptide chain

Small
subunit



[ToAupiIBoéowpa
N TTOAUCWUA

.| 5w6i'K0v10
\ evapéng

oyysi\tocpépo
RNA (MRNA)

no)\unenrlémn i, @3

aAugida 100 nm

(A) (B)



https://www.sciencedirect.com/science/article/pii/S0968000419300556
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