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O 16¢ Zika atropyovwOnke yia TpwTn opd 10 1947 otnv Ouykavrta

Avhkel oTnV olkoyeEvela Twv (eAaBoiwv) Flavivirus kal petadideTal e 10
TOIPTTNUA TWV KOUVoUuTTIWY (Aedes aegypti)

Méxpl To 2007 cixav ava@epBei HEPIKEC HOVO TTEPITITWOEIC JOAUVONG O€
XWPEC TNG APPIKNG Kal TG Adiag

[TpoKaAgi VEUPOAOYIKEC DlATAPAXEC OTOUG EVINAIKEC KAl €TTNPEALEl TNV
UyEia Tou euPPUOU OTIC EYKUOUC YUVAIKEC
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H doun Tou 10U
TTapOoUCIadel HEYAAN
OMOIOTNTA JE TOV 106
Dengue

Kara tnv avaAuon tng
dpaaTnpIOTNTAS TOU 10U,
TapaTnPNONKe ot ivai
TTOAU TTI0 EVEQYOC

AUTA N guxvn ,
OpaACTNPIOTNTA PTTOPEI VA
gival n aitia Tou

yPnyopou , :
avaouvouaaouou Tou 10U







H doun Tou 10U H doun Tou yovIdIwPaTog
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Envelope Protease with NS2B RNA polymerase
Membrane precursor Helicase Methyfransferase
: NTPase
Genomic RNA CBDSK‘;




Tridimensional structure of E
protein. Red beads indicate O-
linked glycosylation sites and the
yellow bead indicates the unique
N-linked glycosylation site
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Zika virus
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Zika virus

To EOWTEPIKO TOU 10U
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Orthogonal projection Central slice Orthogonal surface view
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